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- ■ AMENDMENTS 

Ampndments the Clainis 

This listing of clauns will replace all prior versions, and Ustings, of claims in the 

application; 

1 . (currently amended) A method for detecting different ^ i" a sample 

comprising; 

hybridizing the sample with a micioarray substrate, wherein the substrate has a 
pluraKty of different immobilized probes and wherein the probes are suitable for 
multiple bases primer extension reactions; 

synthesizing primer extension products with a nucleic acid polymerase, 
appropriate reagents and conditions, from the primers and using the mAs 
niRNAs as templates ^^^^ the primer extension prodn rTs com prise 5' lesjpns 
ofthemRNAs; and 

detecting the primer extension products to determine the level of said different 
^^T,A,^ Tr^>TAc ^hP^m <iuhstanri«Hv entire mRNA transcript sequences are 
detected . 

2. (original) The method of Claim 1 wherein the nucleic acid polymerase is a reverse 
transcriptase. 

3. (original) The method ofQaim 2 wherein the reverse transcriptase is a 
thermostable reverse transcriptase. 

4. (original) The method of Claim 2 wherein the probes are oUgonucleotide probes. 
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• 5. (original) The method of Claim 4 wherein the oligonud^^^^ 

immobilized on the substrate in 5'-3' direction. 

6. (previct.lypresemed)ThemethodofClaim5wh.reirttheoUgonuck^^^^ 
are synthesized on the substrate in 5'-3» direction. 

7. (previously presented) The method of Claim 6 wherein said different KNAs 
coniprise at least 50 BNAs. 

8. (previously presented) Tlie method of Claim 7 wh«ein said different KNAs 
comprise at least 100 RNAs. 

9. (previously presented) The method of Claim 8 wherein said different RNAs 
comprise at least 1000 RNAs. 

10. (previously presented) The method of Claim 9 wherein said different RNAs 
comprise at least 5000 RNAs. 

11. (original) The method of Claim 8 wherein each of tlie RNAs is targeted by at least 
2 probes. 

12. (original) The method of Claim 1 1 wherein each of the RNAs is targeted by at 
least 5 probes. 

13. (original) The method of Claim 12 wherein each of the RNAs is targeted by at 
least 10 probes. 

14. (original) The method of Claim 13 wherein each of the RNAs is targeted by at 
least 20 probes. 
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" 15. (orisinal)TliemethodofClaimllwheremthepl«aUtyofpr^^^^ 
100 probes per cm^ of the substrate. 

16. (original) -^e method of Claim 15 wherein the pluraUty of probes have at least 
1000 probes per cm^ of tfie substrate. 

17. (original) Hie method of Claim 16 ^.herein the plurality of probes have at least 
l OOOe probes per cm^ of the substrate 

18. (original) nxe method of Claim 11 wherein the extension products are detected by 
using a label. 

19. (original) The method of Claim 18 wherein the label is incorporated during the 

synthesizing. 

20. (previously presented) The method of Claim 1 8 wherein the label is attached to 
the extension products after the synthesizing of primer extension products with a 

nucleic acid polymerase. 

21. (canceled) 

22. (canceled) 

23. (canceled) 

24. (cuirently amended) The method of Claim 33 19 wherein the reagent comprises at 
least one type of dNTP. 
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25. (originia) HiB method of Claim 24 wterein the reagent compfises^iATP, dCTT, 
dGTP.anddTTP. 

26. (currently amended) The method of Claim 1 1 wherdn the prob^ comprise tiling 
probes that are selected to tile regions of the RNA. and i L u m.tli u d of Clm ni 11 
fUiiliucuiiiyinincdnt^minff wherein sequence variations j^re de^gnpined by 
detecting the extension products of the tiling probes. 

27. (original) The method of Claim 26 wherein the sequence variations are SNPs. 

28. (cunently amended) The method of Claim 11 wherein the probes comprise tiling 
probes that are selected to tile the bordering regions of exons or putative exons. 
^. jgiom c th o d ii P^' • ^1 u m .ui iGinrt rintnmiiuiT ^^TKi^bwpin the 
arrangement of exons in the RNAs is determined by detecting the extension 
products of the tiling probes. 

29. (cuirentiy amended) The method of Claim 11 wherein the probes ee^«ses 

comimse probes that are designed to target subregions of a genomic sequence and 
dtL m Llhodofn-iiii. r ' . in^.n^pr l w . dcrtcnTni ni a^ whether the subregi^^^ 
the genomic sequence is are transcribed is deteimir^ed by detecting the extension 
products of the probes designed to target the subregions of the genomic sequence. 

30. (previously presented) The method of Claim 1 wherein the sample is fragmented 
to generate said different RNAs from a single target RNA. 

31. (previouslypresented) The method of Claim 30 wherein the sampleis fragmented 
to generate said different RNAs from a plurality of target KNAs. 
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